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Innovative science is the 
essence of BIB



Jill Moore: Gene regulation, Multi-omics, Machine Learning

2022



Nezar Abdennur: Data Science for Genomics 2022



Andrés Colubri

Creating virtual microbes 
to experimentally test 
outbreak response strategies

2020



Elaine Lim: 
Genomics of 
Neurodegenerative 
Diseases 

Collaborating Lab:
Rigel Chan 
(Neurology)

2020



Elinor Karlsson: 
Genomics of Disease and 
Behavior

2014



Manuel Garber: 
Evolutionary 
Immuno Genomics

John Harris Mehdi Rashighi

Collaborating labs:

2012

Department of Dermatology



Zhiping Weng:
Genomics, Epigenomics, 
Small-RNA Biology

I joined
UMass Med

Google Scholars

PsychENCODE



Big question: what positions in the genome are functional / 
important in human health / good therapeutic targets?

PsychENCODE



Our faculty brought in $50 M funding during in 2016-2022

Faculty Date joined BIB
Date Departed 

BIB
# of grants awarded 

(2016-2022)
$ total awards
(2016-2022)

Zhiping Weng 1/1/08 21 $31,833,893
Konstantin Zeldovich 8/31/08 11/21/17 4 $1,075,190

Jeffrey Bailey 10/9/12 10/15/18 7 $2,846,096
Manuel Garber 9/1/12 20 $5,865,078
Elinor Karlsson 9/29/14 12 $5,909,394

Elaine Lim 8/30/20 1 $2,198,697
Andres Colubri 8/2/20 3 $1,154,203

Jill Moore 5/2/22 2 $98,014
Nezar Abdennur 6/2/22 1 $40,500

Totals 71 $51,021,065

Grant funding has grown from $898,988 in the first six months in FY08, to $8,622,149 in 2022.



BIB publications

• From 2008-2022, BIB labs 
published over 354 papers. 

• Papers from the current faculty 
were the subject of 13,592 
tweets by 9,705 unique Twitter 
users. 

• BIB faculty research was also 
the subject of 2,040 news 
stories from 886 distinct news 
outlets.



Kathleen Morrill

Morrill et al. ... Karlsson

"Ancestry-inclusive dog 
genomics challenges popular 
breed stereotypes.”

Science (2022)

200,845 downloads, 
ranking it #41 out of 
78,143 Science papers



BIB students and postdocs won many awards
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THE BIOINFORMATICS CORE: DYI INFORMATICS

Alper Kucukural (since 2014) 

Associate Professor

Co-director

Onur Yukselen

Bioinformatician III

The engineer

Artur Manukyan (since 2020)

Postdoc

Requirements gathering, single cell 
consultant, DProfiler 



VIA SCIENTIFIC— A COMPANY FUNDED TO ACCELERATE THE CORE’S FUNCTION



Affiliated Faculty

Athma Pai, Assistant Professor, 
RTI
Rigel Chan, Assistant Professor, 
Neurology

Morningside GSBS Program in 
Bioinformatics and Computational 
Biology (BCB)

Zhiping Weng, Director

Bioinformatics Core

Manuel Garber, Director
Alper Kucukural, Associate 
Professor, Co-director

Program in 
Bioinformatics 
and Integrative 
Biology (BIB)

BIB Tenured and 
Tenure-track Faculty

Professor and Director
Zhiping Weng

 

Professor
Manuel Garber
 

Associate Professor
Elinor Karlsson
 

Assistant Professor
Nezar Abdennur
Andrés Colubri
Elaine Lim
Jill Moore



Graduate School of Biological 
Sciences (GSBS) 
Program in Bioinformatics and 
Computational Biology (BCB)
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Department of Genomics and Computational Biology (GCB)

• Do great science and train future leaders.

• Grow to 15 tenured/tenure-track faculty at the steady rate (8 now).

• New faculty hires will be in sub-areas of genomics and computational biology that complement 

existing research labs.

• Remain in Albert Sherman because we love our space.

• Work with the Dean, Chancellor, and other UMass Chan units to achieve academic excellence.

• Expand our infrastructure to support our scientific and educational needs.



Department of Genomics and Computational Biology 

Our department is dedicated to advancing scientific knowledge and 
innovation at the intersection of genomics and computational biology. 

We strive to unravel the complexities of biological systems, 
drive breakthroughs in understanding genetic mechanisms, 
and harness the power of data-driven computational approaches to address 
fundamental biological questions and shape the future of genomic medicine.


